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SUBJECT INDEX TO VOLUME 36 (1990) 

Absorption smpy 
Electronic spectroscopy; Anthracycline (Koch, T.S. (36) 187) 

Adenosine 
NMR, ‘H-; Relaxation; Nimodipine; Diltiarem; Neutrophil 
(Gaggelli, E. (36) 209) 

Fluorescence; l&in; Myosin; Lifetime: Perrin plot (Vander- 
Meulen, D.L. (36) 177) 

Anthracyclii 
Absorption spectroscopy; Electronic spectroscopy (Koch, T.S. 
(36) 187) 

Artfficial membrane 
Excitatory potential response; Current stimulation (Hirano. T. 
(36) 133) 

F, -ATPaw 
ATP hydrolysis; NMR, 31P-; Uncoupler: Dimethyl sulfoxide 
(Shinohara. Y. (36) 201) 

ATP hydrolysis 
NMR, “P-; Uncoupler: Dimethyl sulfoxide; F,-ATPase 
(Shinohara, Y. (36) 201) 

Base s,cquence spcificity 
DNA binding; Theoretical model; Twc+mode binding; Ionic 
strength dependence; Modified matrix method (Feng, Y. (36) 
117) 

Binding analysis 
Variability; Binding parameters; Experimental design (Boiden 
Pedersen, J. (36) 167) 

Binding parameters 
Variability; Binding analysis; Experimental design (Boiden 
Pedersen, J. (36) 167) 

Biiing polynomial 
Themwdynamics; Multiple equilibria; Partition function; Site 
affinity; Coopaativity (Fisicaro, E. (36) 1) 

cartilage 
Osmotic flow; Proteoglycan; Cylindrical pore membrane 
(Cornper, W.D. (36) 215) 

CD 
Fourier transform infrared spectroscopy; pH effect; Secondary 
structure; Tetanus neurotoxin (Sir& B.R. (46) 155) 

Chemical model 
Multiple equilibria; Partition function: Index space; Cooper- 
ativity; Computation (Fisicaro, E. (36) 1.5) 

Chloroquine 
‘H-NMR; Self-association (Marchettini, N. (36) 65) 

computariom 
Multiple equilibria; Chemical model; Partition function; Index 
space; Cooperativity (Fisicaro, E. (36) 15) 

Conformatfonal energy 
Dipole moment; Polypeptide conformation: Polypeptide di- 
mensions (Rowe, G. (36) 57) 

Conformatfooal state 
Hemoglobin; Hydration; Hamichrome (Colombo, M.F. (36) 
33) 

Cooperatfvity 
Themwdynamics; Multiple equilibria; Partition function; Site 
affinity; Binding polynomial (Fisicaro, E. (36) 1) 

Multiple equilibria: Chemical model; Partition function; Index 
space; Computation (Fisicaro, E. (36) 15) 

Thermodynamics; Ekqme kinetics (DeCristofaro. R. (36) 77) 

Current stimulation 
Artificial membrane: Excitatory potential response (Hirano, T. 
(36) 133) 

Cylindricnl pore membrane 
Osmotic flow: Proteoglycan: Cartilage (Comper, W.D. (36) 
215) 

Data analysis 
Monte Carlo simulation; Residuals (Di Cera. E. (36) 85) 

Diffusion constant 
Local anesthetic; Excitable lipid membrane; Membrane poten- 
tial; Membrane resistance; Hydrophobicity (liyama, S. (36) 
141) 
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Diltiazem 
NMR ‘H-; Relaxation; Nimodlpine; Adenosine; Neutrophil 
(Gaggelli, E. (36) 209) 

Dimethyl sulfoxide 
ATP hydrolysis; NMR, “P-; Uncoupler; F,-ATPase 
(Shinohara, Y. (36) 201) 

Dipole moment 
Conformational energy; Polypeptide conformation; Poly- 
peptide dimensions (Rowe, G. (36) 57) 

Distance distribution 
Fluorescence spectroscopy; Energy transfer; Time-resolved flu- 
orescence; Frequency-domain fluorescence; Melittin (Lako- 
wicz, J.R. (36) 99) 

DNA binding 
Theoretical model; Two-mode binding; Base sequence specific- 
ity; Ionic strength dependence: Modified matrix method (Feng, 
Y. (36) 117) 

DOME effect 
Thermodynamic n&de&y; Excluded volume; Gel chro- 
matography; Equilibrium dialysis; Ultrafiltration (Shearwin, 
K.E. (36) 235) 

EkctricaI oscillation 
Local anesthetic; Excitable lipid membrane; Membrane poten- 
tial; Membrane resistance (Iiyama, S. (36) 149) 

Electronic spect~oacq~y 
Absorption spectroscopy: Anthracycline (Koch, TX (36) 187) 

Energy tl-ansfer 
Fluorescence spectroscopy: Time-resolved fluorescence; 
Frequency-domain fluorescence; Melittin; Distance distribu- 
tion (Lakowicz, J.R. (36) 99) 

Enzyme activity 
Lysozyme; Viscosity; Waler affinity (Lamy, L. (36) 71) 

Enzyme kinedcs 
Thermodynamics; Cooperativity (De Cristofaro, R. (36) 77) 

Easin 
Fluorescence; Myosin; Anisotropy; Lifetime; Perrin plot 
(VanderMeulen, D.L. (36) 177) 

Eipdlibrfum dialysis 
Thermodynamic nonideality; Donnan effect; Excluded volume; 
Gel chromatography; Ultrafiltration (Shearwin, K.E. (36) 235) 

Excitable lipid membrane 
Local anesthetic; Membrane potential; Membrane resistance; 
Hydrophobicity; Diffusion constant (Iiyama, S. (36) 141) 

Local anesthetic; Electrical oscillation; Membrane potential; 
Membrane resistance (Iiyama, S. (36) 149) 

Excitatory potential response 
Artificial membrane; Current stimulation (Hirano, T. (36) 133) 

Exeluded volume 
Thermodynamic nonideality; Donnan effect; Gel chromatog- 
raphy; Equilibrium dialysis; Ultrafiltration (Shearwin, K.E. 
(36) 235) 

Experimental design 
Variability; Binding parameters; Binding analysis (Boiden 
Pedersen, J. (36) 167) 

Fhlarescence 
&sin; Myosin; Anisotropy; Lifetime; Perrin plot (Vander- 
Meulen, D.L. (36) 177) 

Fluoreseenee spS&roSeopy 
Energy transfer; Time-resolved fluorescence; Frquency-dc- 
main fluorescence; Melittin; Distance distribution (Lakowicz, 
J.R. (36) 99) 

Fourier transform infrared speftroscopr 
CD; pH effect; Secondary structure; Tetanus neurotoxin 
(Singh, B.R. (46) 155) 

Frequency-domain fluorescence 
Fluorescence spectroscopy; Energy transfer; Time-resolved flu- 
orescence; Melitrin; Distance distribution (Lakowicz, J.R. (36) 
99) 

Gel chromatography 
Thermodynamic nonideality; Donnan effect; Excluded volume; 
Equilibrium dialysis; Ultrafiltration (Shearwin, K.E. (36) 235) 

pH effect 
CD; Fourier transform infrared spectroscopy; Secondary 
structure; Tetanus neuroroxin (Singh, B.R. (46) 155) 

Hemicbrome 
Hemoglobin; Hydration; Conformational state (Colombo, M.F. 
(36) 33) 

Hemoglobin 
Hydration: Hemichrome; Conformational state (Colombo, 
M.F. (36) 33) 

Hydration 
Hemoglobin; Hemichrome; Conformational state (Colombo, 
M.F. (36) 33) 

Hydrodynamic frictional coefficient 
Osmotic flow; Polyelectrolyte; Semipermeable membrane (Wil- 
liams, R.P.W. (36) 223) 

Hydrophobicity 
Local anesthetic; Excitable lipid membrane; Membrane poten- 
tial; Membrane resistance; Diffusion constant (Iiyama, S. (36) 
141) 
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Index space 
Multiple equilibria; Chemical model: Partition function; Co- 
operativity; Computation (Fisicaro, E. (36) 15) 

Ionic strength dependence 
DNA binding; Theoretical model; Two-mode binding: Base 
sequence specificity; Modified matrix method (Feng, Y. (36) 
117) 

Lifetime 
Fluorescence; Rosin; Myosin; Anisotropy; Perrin plot (Van- 
derMeulen, D.L. (36) 177) 

Lipid interaction 
Liposome; Monolayer; Theoretical model (Hemandes-Borrell. 
J. (36) 47) 

tiposome 
Lipid interaction; Monolayer; Theoretical model (Hemandez- 
Borrell, J. (36) 47) 

Local anesthetic 
Excitable lipid membrane; Membrane potential; Membrane 
resistance; Hydrophobicity; Diffusion constant (Iiyama, S. (36) 
141) 

Excitable lipid membrane; Electrical oscillation; Membrane 
potential; Membrane resistance (Iiyama, S. (36) 149) 

LYsozv~ 
Enzyme activity; Viscosity; Water affinity (Lamy, L. (36) 71) 

Magic angle spbmlng “P-NMR 
Membrane protein; Receptor phosphorylation; Photoreceptor; 
Rhodopsin (Albert, A.D. (35) 27) 

Membrane potential 
Local anesthetic: Excitable lipid membrane; Membrane resis- 
tance; Hydrophobicity; Diffusion constant (Iiyama, S. (36) 
141) 

Local anesthetic; Excitable lipid membrane; Electrical oscilla- 
tion: Membrane resistance (Iiyama, S. (36) 149) 

Membrane protein 
Receptor phosphorylation; Magic angle spinning “P-NMR; 
Photoreceptor; Rhodopsin (Albert, A.D. (35) 27) 

Membmne resistance 
Local anesthetic; Excitable lipid membrane; Membrane poten- 
tial; Hydrophobicity; Diffusion constant (Iiyama, S. (36) 141) 

Local anesthetic; Excitable lipid membrane; Electrical oscilla- 
tion; Membrane potential (liyama, S. (36) 149) 

Melitttn 
Fluorescence spectroscopy; Energy transfer; Time-resolved flu- 
orescence; Frequency-domain fluorescence; Distance distribu- 
tion (Lakowicz, J.R. (36) 99) 

Modified matrix method 
DNA binding; Theoretical model; Two-mode binding; Base 
sequence specificity: Ionic strength dependence (Feng, Y. (36) 
117) 

Monolayer 
Lipid interaction; Liposome; Theoretical model (Hemandez- 
Borrell, J. (36) 47) 

Monte Carlo simulation 
Data analysis; Residuals (Di Cera, E. (36) 85) 

Multlple equilibria 
Thermodynamics; Partition function; Site affinity; Cooperativ- 
ity; Biding polynomial (Fisicaro, E. (36) 1) 

Chemical model; Partition function; Index space; Cooperativ- 
ity; Computation (Fisicaro, E. (36) 15) 

Myosin 
Fluorescence; Eosin; Anisotropy; Lifetime: Perrin plot (Van- 
derMeulen, D.L. (36) 177) 

Neutrophil 
NMR, ‘H-; Relaxation; Nimodipine; Diltiazem; Adenosine 
(Gaggelli, E. (36) 209) 

Nimodipine 
NMR, ‘H-; Relaxation; Diltiazem; Adenosine; Neutrophil 
(Gaggelli. E. (36) 209) 

‘H-NMR 
Chloroquine; Self-association (Mamhettini, N. (36) 65) 

NMR, ‘H- 
Relaxation; Nimodipine; Diltiazem; Adenosine; Neutrophil 
(Gaggelli. E. (36) 209) 

NMR, “P- 
ATP hydrolysis: Uncoupler; Dimethyl sulfoxide; F,-ATPase 
(Shinohara, Y. (36) 201) 

Osmotic flow 
Proteoglyean; Cartilage; CylindricaJ pore membrane (Comper, 
W.D. (36) 215) 

Polyelectrolyte; Semipermeable membrane; Hydrodynamic 
frictional coefficient (Williams, R.P.W. (36) 223) 

Partition function 
Thermodynamics; Multiple equilibria: Site affinity; Cooper- 
ativity; Binding polynomial (Fisicaro. E (36) 1) 

Multiple equilibria; Chemical model; Index space; Cooperativ- 
ity; Computation (Fisicaro, E. (36) 15) 

Perrin plot 
Fluorescence; Ensin: Myosin; Anisotropy; Lifetime (Vander- 
Meulen, D.L. (36) 177) 



250 

Photoreceptor 
Membrane protein; Receptor phosphorylation; Magic angle 
spinning 31 P-NMR; Rhodopsin (Albert, A.D. (35) 27) 

Polyelectrolyte 
Osmotic flow; Semipermeable membrane; Hydrodynamic fric- 
tional coefficient (Williams, R.P.W. {36) 223) 

Polypeptide cvnformation 
Conformational energy; Dipole moment; Polypeptide dimen- 
sions (Rowe, G. (36) 57) 

Polypeptide dimensions 
Conformational energy; Dipole moment; Polypeptide confor- 
mation (Rowe, G. (36) 57) 

Osmotic flow; Cartilage; Cylindrical pore membrane (Comper, 
W.D. (36) 215) 

Receptor pbosphorylation 
Membrane protein; Magic angle spinning 31P-NMR; Photore- 
ceptor; Rhodopsin (Albert, A.D. (35) 27) 

Relaxation 
NMR, ‘H-; Nimodipine; Diltiazem; Adenosine; Neutrophil 
(Gaggelli, E. (36) 209) 

Residuals 
Data analysis; Monte Carlo simulation (Di Cera, E. (36) 85) 

Rhodopsin 
Membrane protein; Receptor phosphorylation; Magic angle 
spinning 31P-NMR; Photoreceptor (Albert. A.D. (35) 27) 

Secondary structure 
CD; Fourier transform infrared spectroscopy; pH effect; 
Tetanus neurotoxin (Sir&, B.R. (46) 155) 

self-association 
Chloroquine; ‘H-NMR (Marchettini, N. (36) 65) 

Semipe-ble membrane 
Osmotic flow; Polyelectrolyte; Hydrodynamic frictional coeffi- 
cient (Williams, R.P.W. (36) 223) 

Site affinity 
Thermodynamics; Multiple equilibria; Partition function; CC- 
operativity; Binding polynomial (Fisicaro, E. (36) 1) 

Superoxide dismotase 
Time-resolved fluorescence: Fluorescence lifetime distribution; 
(Human) (Rosato, N. (36) 41) 

Tetanus neurotoxie 
CD; Fourier transform infrared spectroscopy; pH effect; Sec- 
ondary structure (Singh, B.R. (46) 155) 

Theoretical mcdel 
Lipid interaction; Liposome; Monolayer (Hernander-Borrell, 
J. (36) 47) 

DNA binding; Two-mode binding; Base sequence specificity; 
Ionic strength dependence; Modified matrix method (Feng. Y. 
(36) 117) 

Themmdynamic nonideality 
Donnan effect; Excluded volume; Gel chromatography; Equi- 
librium dialysis; Ultrafiltration (Shearwin, K.E. (36) 235) 

Multiple equilibria; Partition function; Site affinity; Cooper- 
ativity; Binding polynomial (Fisicaro. E. (36) 1) 

Cooperativity; Enzyme kinetics (De Cristofaro, R. (36) 77) 

Time-resolved fhmrescence 
Fluorescence spectroscopy; Energy transfer; Frequency-do- 
main fluorescence; Mel&tin; Distance distribution (Lakowicz, 
J.R. (36) 99) 

Tie-resolved flooresce~: Fl uorescence lifetime distribution 
Superoxide dismutase; (Human) (Rosato, N. (36) 41) 

Two-mode binding 
DNA binding; Theoretical model; Base sequence specificity; 
Ionic strength dependence; Modified matrix method (Feng. Y. 
(36) 117) 

Ultrafiltration 
Thermodynamic nonideality; Donnan effect; Excluded volume; 
Gel chromatography; Equilibiium dialysis (Shearwin, K.E. (36) 
235) 

Uncoupler 
ATP hydrolysis; NMR, “P-; Dimethyl sulfoxide; F,-ATPase 
(Shinohara, Y. (36) 201) 

Variability 
Binding parameters; Binding analysis; Experimental design 
(Boiden Pedersen, J. (36) 167) 

Viscosity 
Enzyme activity; Lysozyme; Water affinity (Lamy, L. (36) 71) 

Water affinity 
Enzyme activity; Lysozyme; Viscosity (Lamy, L. (36) 71) 


